
Iran J Parasitol: Vol. 18, No. 1, Jan-Mar 2023, pp.135-136 

 

 
                                         Copyright © 2023 Fakhar. Published by Tehran University of Medical Sciences. 

This work is licensed under a Creative Commons Attribution-NonCommercial 4.0 International license. 
                                        (https://creativecommons.org/licenses/by-nc/4.0/). Non-commercial uses of the work are permitted, provided the original work is properly cited 
135   Available at: http://ijpa.tums.ac.ir 

 

 

 

 

 

 

 
 
 

Letter to the Editor 

Comment on “Detection of Lophomonas blattarum (Order: Hy-
permastigida from Iranian Patients with Allergic Rhinitis” 

 

*Mahdi Fakhar 
 

Iranian National Registry Center for Lophomoniasis (INRCL), Imam Khomeini Hospital, Mazandaran University of 
Medical Sciences, Sari, Iran 

 

 

Received    12 Nov 2022  
Accepted   18 Nov 2022 

 

*Correspondence Email: 
 mahdifakhar53@gmail.com 
 

 

Dear Editor-in-Chief 
 

 read the paper entitled " Detection of 
Lophomonas blattarum (Order: Hyper-
mastigida from Iranian Patients with Al-
lergic Rhinitis" published in the Iran J 

Parasitol (1).  
Regarding this article, there are three unclear 

issues that should be clarified. First of all, the 
respected authors of the article surprisingly in 
the discussion section claimed that there was 
no molecular test for detecting Lophomonas 
parasite, even though recently, in 2019, a con-
ventional PCR test with specific primers based 
on small subunit ribosomal RNA (SSUrRNA) 
gene has been developed for detection of the 
protozoan parasite for the first time by Iranian 
researchers (1). On the other hand, to date, 
several publications on this PCR-based test 
have been published and made accessible, and 
so far, several Iranian clinical isolates of these 

parasites have been sequenced to confirm 
PCR results and related data have been depos-
ited in the Gene Bank (2-5). 

Second, the authors refer to the L. blattarum 
species in all parts of the article, while Lopho-
monas has two species, blattarum and striata, and 
without molecular methods, how could they 
identify these two species. Therefore, instead 
of referring to the species, they must switch it 
to Lophomonas sp.  

Third, the authors did not examine the den-
sity of the parasite or severity of infection 
(mild, moderate, and severe) in each of the 
examined samples from the patients with 
Lophomonas infection based on the available 
infection severity index (3). 

As a whole, the current data without PCR-
based tests are not reliable, and this is the 
main confounding issue in such studies now. 
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Although direct microscopic examination in 
wet mount and/or stained smears is still the 
most common way to diagnose Lophomonas 
infection, however, microscopic-based meth-
ods suffer from low sensitivity and specificity, 
especially in cases of low parasite density in 
sputum samples compared to broncoalveolar 
lavage (BAL) fluid. Therefore, to overcome 
the microscopic diagnostic pitfalls, it is strong-
ly advised to apply specific PCR test for con-
firming microscopic examination. 
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