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Dear Editor-in-Chief 
 

eishmania RNA virus (LRV) is divided 
into two main groups LRV-1 in New 
World Leishmaniasis and LRV2 in Old 
World Leishmaniasis. There is an im-

portant link between leishmaniasis and the 
virus. In chronic cases, in patients who do not 
respond to treatment and have mucosal in-
volvement, the virus should be considered (1, 
2). 

In Hatay, the CL causative species in general 
are L. infantum/donovani and L. tropica. A small 
number of cases of L. major have been shown 
to be a causative species (3).  

We aimed to investigate LRV2 in strains iso-
lated from the lesions of CL patients in Hatay, 
Turkey. 

Twenty CL isolates in the liquid nitrogen 
tank (Biyobank) in the Deparment  of Parasit-
ology HMKU, Faculty of Medicine, were se-
lected, and their demographic characteristics 
were recorded. All samples consisted of iso-
lates belong to positive and who received no 
treatment. The information of five patients 
could not be reached (Fig. 1). 
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Fig. 1: Demographic characteristics of the isolates in the study 
(Smear P: Positive, N: Negative; T/S: T:Turkish, S:Syrian; Gender:  F: Female, M: Male) 

 
The samples were removed from the liquid 

nitrogen tank, then inoculated into an NNN 
medium. After reproduction, it was trans-
ferred to the liquid medium. DNA isolation 
was performed of samples reaching the loga-
rithmic phase, and isolates were typed by the 
RT-PCR method targeting an ITS-1 gene re-
gion (4).  

RNA extraction was performed from sam-
ples. Total RNA extraction is performed ac-
cording to the protocol contained in the RNe-
asy Mini Kit (Qıagen, Hilden, Germany) kit.  

Complementary DNA (cDNA) synthesis 
was performed using the QuantiTect Rev 
Transcription kit (Qiagen, Hilden, Germany). 
PCR was then applied using primers to detect 
the presence of LRV2 in the Leishmania para-
site. The primers used for LRV2: F-
ATGCTGATAACTTGAAACAGGAG and 
R-CAT CATTGCCTGTAAGTGAGTAG. 

As the Internal Control, it was used a KMP 11 
primer pair (F-
AGATGCAGGAACAGAACGCC and R-
TGCTTGAA GTGCTCCGAGTG) amplified 
a 160-bp length region (2).  

For conventional PCR; PCR mix was pre-
pared with a total volume of 20 µl and it was 
performed on a Thermo Fisher SimpleAmp 
Thermal Cycler, USA. The resulting products 
were visualized in 1.5 agarose gel and dis-
played under UV light. 

Of the 20 samples, 17 were typed as L. tropi-
ca, two as L. major and one as L. infan-
tum/donovani by the ITS-1 RT-PCR method. 
No positivity was found in any sample of 20 
isolates at PCR performed with specific LRV2 
primers. The samples were evaluated by com-
paring with KMP11, an Internal control (Fig. 
2).
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Fig. 2: (Marker: 100bp, 1-10: Leishmania samples, 11: Negative control, 12: Internal Control (KMP11), 13-22: 
Leishmania samples, 23: Negative control,  24: Internal Control (KMP11) 

 
There are in many protozoon, endosymbi-

otic double stranded RNA (dsRNA) viruses. 
In some studies related to New World Leish-
mania species, these viruses have been respon-
sible for CL treatment failure, relapse and ag-
gressiveness of lesions (1, 2, 5). 

In Uzbekistan, they found LRV2 positivity 
in two (L.major) of 10 Leishmania isolates (6). 
Hajjaran et all reported LRV in two samples 
of a total of 50 isolates, one L. infantum, and 
the other L. major (5).  In Iran, isolates ob-
tained from 85 CL patients were typed 83 as 
L. major and two as L. tropica. They found 
LRV2 positive in a total of 59 samples, 58 L. 
major and one L. tropica strain. The study also 
reported for the first time that they reported 
LRV2 in the L. tropica strain in Iran (7).  

There are still a limited number of studies 
related to LRV in Turkey. Kurt et al. found 
LRV2 in a sample isolated from the lesion of 
patient in Manisa, and was typed as L. major. 
The study was the first LRV positive report in 
a CL case in Turkey (2). Nalcacı et al. found 
LRV positivity in 10 of the 29 Leishmania iso-
lates.  Seven LRV positive samples were 
L.tropica, and three were L. major (three CL) 
isolates. They also reported that it was the first 
study to detect LRV2 in L. tropica strains (1).  

In the study, LRV positivity could not be 
detected. The study is the first to investigate 
LRV2 in CL isolates in Hatay. Since CL is en-
demic in Hatay, it was concluded that working 

with more isolates would be more meaningful 
in detecting LRV positivity.  
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